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Sample Summary: 

Lake Name Location Lat/Lon WBIC Putative ID Sample ID Code Well Position 

Namekagon 
Lakewoods 

Resort 
Marina 

NA 2232600 NA WI432-012 1-B 

Namekagon 
Lakewoods 

Resort 
Marina 

NA 2232600 NA WI432-013 1-C 

 

Plate Diagram: 

 I II III IV V VI VII VIII IX X XI XII 

A X X EWM (+) 
Control 

         

B WI432-012 X HWM (+) 
Control 

         

C WI432-013 X NWM (+) 
Control 

         

D X X Restriction 
(-) Control 

         

E X X           

F X Extraction 
(-)Control 

          

G X Extraction 
(-)Control 

          

H X PCR (-) 
Control 

          

*(-) Control: Well run with water to ensure no contamination of samples during processing, (+) Control: Samples with 

know/verified ID to ensure process is working as desired.  

 

Results Summary: 

Lake Name 
Sample ID 

Code 
Analysis 

Type 
Identification Result Comments 

Namekegon WI432-012 ITS RA 
Hybrid Watermilfoil (Myriophyllum 

sibiricum x M. spicatum) 
NA 

Namekagon WI432-013 ITS RA 
Northern Watermilfoil (Myriophyllum 

sibiricum) 
NA 

*ITS RA: ITS gene Rapid Assay; **SS-ITS: Straight Sequencing of the ITS gene; **SS-trnLF- Straight sequencing of the trnLF gene.  

 

Additional Notes:  

 



 
 

*DNA extractions were performed using the Qiagen DNeasy Plant mini kit and associated protocol (CAT# 

69106). Samples processed were identified using an Internal Transcribed Spacer (ITS) rapid assay.  

 

For more information on the downstream analysis, see:  
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Sturtevant, A.P., Hatley, N., Pullman, G.D., Sheick, R., Shorez, D., Bordine, A., Mausolf, R., Lewis, A., 
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 ** DNA extractions were performed using the Qiagen DNeasy Plant mini kit and associated protocol 

(CAT# 69106). Samples processed were identified by analysis of either the Internal Transcribed Spacer 

(ITS) gene or the trnLF gene.  
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